Inhibitor Screening Utilizing Human Kinase Multiplex Arrays
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Protein kinases regulate many different signaling pathways and cellular processes. They have been implicated in various cancers, - ( F F R Level 23 25 46 47 51 1| AG1288 | AG1478 | AG1295 9
typically displaying increased activation, and are now being investigated as potential therapeutic targets. Thus, while investigating = - - P . -\/':; (- \ 3 3 ':i; ') Phospho-ErbE3
potential anti-cancer drugs, it would be beneficial to utilize assay techniques that allow a high-throughput analysis of kinase _ : b QEGR®P®PD®D@® DD D rocoho Ak -
. . . . . . AG490  AG126  AG370  AG879 | LY294002 Wortmannin GF 109203X Hyperidn Ro318220 Sphingosine — H-89 H8 - ~ —~ - - - = o o o = osp 0-
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kinases. This assay utilizes a 96-well microplate pre-spotted with a series of antibodies to immobilize different kinases present in a L L -0 R Figure3. Profiling changesin phosphorylation of ErbB3, Akt, and ERK1/ERK2 following treatment with differentkinaseinhibitors.
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The data were verified by singleplex ELISA. This study demonstrates that results obtained using the Proteome Profiler 96 Human FIGURE 4 FIGURE 5
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ASSAY PROCEDURE Figure 1. Profiling changes in kinase phosphorylation following treatment with various inhibitors. The MDA-MB-453 human breast 2 6 2
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are shown. Results obtained using the two detection
' _ ' 0 methods are comparable. * Proteome Profiler 96 Arrays offer the advantage of requiring minimal sample volumes.
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* This screening process can allow for the rapid selection of several kinase inhibitors for further
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